' * CRF Errors Corrected by the STIC SystennSranch n Jm I 

~^ Changed a /Be from non-ASCII to ASCII fi^M Verlflod by: / /^ KSTIC siafQ 

I Changed the margins in cases where the sequence teM ]^ j^Pfi^* '^^^^ '''^^r 

— j - . Edited a format error in the Current^ppRcation Data section speofk^lbF 

* *• 

I Edited the Current Applicatfon Data section with the actual current number. The number inputted by the 

. applicant was □ the prior application data; or □ other . 

Added the mandatory heading and subheadings for -Current Application Data'. 

Edited the 'Number of Sequences' field. The applicant spelled out a number instead of using an integer. 

Changed the spelling of a mandatory field (the headings or subheadings), specifically: 

I Corrected the SEQ ID NO when obviously incorrect. The sequence numbers that were edited were: 

Inserted or corrected a nudeic number at the end of a nucleic line. SEQ ID NCs edited: 

f 

Corroded subheading placement. All responses must be on the same line as each subheading. If the 
applicant placed a response below the subheading, this was moved to its appropriate place. 

Inserted colons after headings/subheadings. Headings edited included: . 
Deleted extra, invalid, headings used by an applicant, specifically: 



dieted: a^on-ASCII •( 



Deleted: [9^on-ASCII 'garbage' at the beginning/end of files; □ seaetary initials/filename at end of file; 
□ page numbers throughout text; □ other invalid text, such as_ . 

Inserted mandatory headings, spedjcally: 

Conreded an obvious error in the response, spedTK^ally : 

Edited idgptifiecs where upper case is used but tower case is required, or vice versa. 
Conreded an enror in the Number of Sequences field, spedfically: 

A 'Hard Page Break' code was inserted by the applicanL All occurrences had to be deleted. 

' i 

Deleted ending stop codon in amino add sequences and adjusted the '(A)Length:' field accordingly (error ! 
du to a Patentin bug). Sequences coffeded: ^ • | 

m Often . . • 



ixamlner: Th abov corrections must b communicated to th applicant In the first Office 
Action. DO NOT send a copy of this form. ^^^^ 
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8 <120> TITLE OF INVENTION: ANTISENSE MODULATION OF MEKKl EXPRESSION 
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C--> 12 <140> CURRENT APPLICATION NUMBER: US/10/069,079 
C--> 12 <141> CURRENT FILING DATE: 2002-01-18 
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He 


Val 


Ser 


Thr Asp 


Val 


Ser 


Gin 


Ala 


Glu 


Pro 


Val 




217 






755 










760 










765 










219 


gaa 


ate 


agg 


tat 


aag 


aag 


ctg 


ctg 


tec 


etc 


tta 


ace 


ttt 


get 


ttg 


cag 


2352 


220 


Glu 


He 


Arg 


Tyr 


Lys 


Lys 


Leu 


Leu 


Ser 


Leu 


Leu 


Thr 


Phe 


Ala 


Leu 


Gin 




221 




770 










775 










780 












223 


tec 


att 


gat 


aat 


tec 


cac 


tea 


atg 


gtt 


ggc 


aaa 


ctt 


tec 


aga 


agg 


ate 


2400 


224 


Ser 


He 


Asp 


Asn 


Ser 


His 


Ser 


Met 


Val 


Gly 


Lys 


Leu 


Ser 


Arg 


Arg 


He 




225 


785 










790 










795 










800 




227 


tac 


ttg 


agt 


tct 


gca 


aga 


atg 


gtt 


act 


aca 


gta 


ccc 


eat 


gtg 


ttt 


tea 


2448 


228 


Tyr 


Leu 


Ser 


Ser 


Ala 


Arg 


Met 


Val 


Thr 


Thr 


val 


Pro 


His 


Val 


Phe 


Ser 




229 










805 










810 










815 






231 


aaa 


ctg 


tta 


gaa 


atg 


ctg 


agt 


gtt 


tec 


agt 


gtt 


tec 


act 


eae 


ttc 


acc 


2496 


232 


Lys 


Leu 


Leu 


Glu 


Met 


Leu 


Ser 


Val 


Ser 


Ser 


Val 


Ser 


Thr 


His 


Phe 


Thr 




233 








820 










825 










830 








235 


agg 


atg 


egt 


cgc 


egt 


ttg 


atg 


get 


tat 


gca 


gat 


gag 


gtg 


gaa 


att 


gcc 


2544 


236 


Arg 


Met 


Arg 


Arg 


Arg 


Leu 


Met 


Ala 


Tyr 


Ala 


Asp 


Glu 


Val 


Glu 


He 


Ala 




237 






835 










840 










845 










239 


gaa 


gee 


ate 


cag 


ttg 


ggc 


gta 


gaa 


gac 


act 


tta 


caa 


ega 


caa 


caa 


cac 


2592 


240 


Glu 


Ala 


He 


Gin 


Leu 


Gly Val 


Glu 


Asp 


Thr 


Leu 


Gin 


Arg 


Gin 


Gin 


His 




241 




850 










855 










860 












243 


aac 


age 


ttt 


tgc 


agg 


cat 


ctg 


ttc 


cca 


aca 


act 


ate 


tgg 


aaa 


cca 


cag 


2640 


244 


Asn 


Ser 


Phe 


Cys 


Arg 


His 


Leu 


Phe 


Pro 


Thr 


Thr 


He 


Trp 


Lys 


Pro 


Gin 




245 


865 










870 










875 










880 




247 


aga 


aca 


gtt 


ccc 


ctt 


gag 


tgc 


aca 


gtc 


eat 


tta 


gag 


aaa 


act 


gga 


aaa 


2688 


248 


Arg 


Thr 


Val 


Pro 


Leu 


Glu 


Cys 


Thr 


Val 


His 


Leu 


Glu 


Lys 


Thr 


Gly Lys 




249 










885 










890 










895 






251 


gga 


tta 


tgt 


get 


aca 


aaa 


ttg 


agt 


gee 


agt 


tea 


gag 


gac 


att 


tct 


gag 


2736 


252 


Gly Leu 


Cys 


Ala 


Thr 


Lys 


Leu 


Ser 


Ala 


Ser 


Ser 


Glu 


Asp 


He 


Ser 


Glu 




253 








900 










905 










910 
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255 


aga 


ctg gcc 


agg 


att 


tea 


gta 


gga 


cet 


tct 


agt 


tea 


aca 


aca 


aca 


aca 


2784 


256 


Arg 


Leu 


Ala 


Arg 


He 


Ser 


Val 


Gly 


Pro 


Ser 


Ser 


Ser 


Thr 


Thr 


Thr 


Thr 




257 






915 










920 










925 










259 


aca 


aca 


aca 


aca 


gag 


caa 


cca 


aag 


cca 


atg 


gtt 


caa 


aca 


aaa 


ggc 


aga 


2832 


260 


Thr 


Thr 


Thr 


Thr 


Glu 


Gin 


Pro 


Lys 


Pro 


Met 


Val 


Gin 


Thr 


Lys 


Gly 


Arg 




261 




930 










935 










940 












263 


ccc 


cac 


agt 


cag 


tgt 


ttg 


aac 


tec 


tct 


cet 


tta 


tct 


cat 


cat 


tec 


caa 


2880 


264 


Pro 


His 


Ser 


Gin 


Cys 


Leu 


Asn 


Ser 


Ser 


Pro 


Leu 


Ser 


His 


His 


Ser 


Gin 




265 


945 










950 










955 










960 




267 


tta 


atg 


ttt 


cca 


gcc 


ttg 


tea 


acc 


cet 


tct 


tct 


tct 


acc 


cca 


tct 


gta 


2928 


268 


Leu 


Met 


Phe 


Pro 


Ala 


Leu 


Ser 


Thr 


Pro 


Ser 


Ser 


Ser 


Thr 


Pro 


Ser 


Val 




269 










965 










970 










975 






271 


cca 


get 


ggc 


act 


gca 


aca 


gat 


gtc 


tct 


aag 


cat 


aga 


ctt 


cag 


gga 


ttc 


2976 


272 


Pro 


Ala 


Gly Thr 


Ala 


Thr 


Asp 


Val 


Ser 


Lys 


His 


Arg 


Leu 


Gin 


Gly 


Phe 




273 








980 










985 










990 








275 


att 


ccc 


tgc 


aga 


ata 


cet 


tct 


gca 


tct 


cet 


caa 


aca 


cag 


cgc 


aag 


ttt 


3024 


276 


He 


Pro 


Cys 


Arg 


He 


Pro 


Ser 


Ala 


Ser 


Pro 


Gin 


Thr 


Gin 


Arg 


Lys 


Phe 




277 






995 










1000 








1005 








279 


tct 


eta 


caa 


ttc 


cac 


aga 


aac 


tgt 


cet 


gaa 


aac 


aaa 


gac 


tea 


gat 


aaa 


3072 


280 


Ser 


Leu 


Gin 


Phe 


His 


Arg 


Asn 


Cys 


Pro 


Glu 


Asn 


Lys 


Asp 


Ser 


Asp 


Lys 




281 




1010 








1015 








1020 










283 


ctt 


tec 


cca 


gtc 


ttt 


act 


cag 


tea 


aga 


ccc 


ttg 


ccc 


tec 


agt 


aac 


ata 


3120 


284 


Leu 


Ser 


Pro 


Val 


Phe 


Thr 


Gin 


Ser 


Arg 


Pro 


Leu 


Pro 


Ser 


Ser 


Asn 


He 




285 


1025 








1030 








1035 








1040 




287 


cac 


agg 


cca 


aag 


cca 


tct 


cga 


cet 


ace 


cca 


ggt 


aat 


aca 


agt 


aaa 


cag 


3168 


288 


His 


Arg 


Pro 


Lys 


Pro 


Ser Arg 


Pro 


Thr 


Pro 


Gly 


Asn 


Thr 


Ser 


Lys 


Gin 




289 










1045 








1050 








1055 




291 


gga 


gat 


ccc 


tea 


aaa 


aat 


age 


atg 


aca 


ctt 


gat 


ctg 


aac 


agt 


agt 


tec 


3216 


292 


Gly 


Asp 


Pro 


Ser 


Lys 


Asn 


Ser 


Met 


Thr 


Leu 


Asp 


Leu 


Asn 


Ser 


Ser 


Ser 




293 








1060 








1065 








1070 






295 


aaa 


tgt 


gat 


gac 


age 


ttt 


ggc 


ttg 


age 


age 


aat 


agt 


agt 


aat 


tgc 


tgt 


3264 


296 


Lys 


Cys 


Asp 


Asp 


Ser Phe Gly 


Leu 


Ser 


Ser 


Asn 


Ser 


Ser 


Asn 


Cys 


Cys 




297 






1075 








1080 








1085 








299 


tat 


acc 


agt 


gac 


gag 


aca 


gtg 


ttc 


acc 


cca 


gta 


gag 


gag 


aaa 


tgc 


aga 


3312 


300 


Tyr 


Thr 


Ser 


Asp 


Glu 


Thr 


Val 


Phe 


Thr 


Pro 


Val 


Glu 


Glu 


Lys 


Cys 


Arg 




301 




1090 








1095 








1100 










303 


tta 


gat 


gtc 


aat 


aca 


gag 


etc 


aac 


tee 


agt 


att 


gag 


gac 


ctt 


ctt 


gaa 


3360 


304 


Leu 


Asp 


Val 


Asn 


Thr 


Glu 


Leu 


Asn 


Ser 


Ser 


He 


Glu 


Asp 


Leu 


Leu 


Glu 




305 


1105 








1110 








1115 








1120 




307 


gca 


tct 


atg 


cet 


tea 


agt 


gat 


aca 


aca 


gta 


act 


ttt 


aag 


tea 


gaa 


gtt 


3408 


308 


Ala 


Ser 


Met 


Pro 


Ser 


Ser 


Asp 


Thr 


Thr 


Val 


Thr 


Phe 


Lys 


Ser 


Glu 


Val 




309 










1125 








1130 








1135 




311 


get 


gte 


ctg 


tct 


cet 


gaa 


aag 


get 


gaa 


aat 


gat 


gat 


acc 


tac 


aaa 


gat 


3456 


312 


Ala 


Val 


Leu 


Ser 


Pro 


Glu 


Lys 


Ala 


Glu 


Asn 


Asp 


Asp 


Thr 


Tyr Lys 


Asp 




313 








1140 








1145 








1150 






315 


gat 


gtg 


aat 


cat 


aat 


caa 


aag 


tgc 


aaa 


gag 


aag 


atg 


gaa 


get 


gaa 


gaa 


3504 


316 


Asp 


Val 


Asn 


His 


Asn 


Gin 


Lys 


Cys 


Lys 


Glu 


Lys 


Met 


Glu 


Ala 


Glu 


Glu 




317 






1155 








1160 








1165 








319 


gaa 


gaa 


get 


tta 


gca 


att 


gcc 


atg 


gca 


atg 


tea 


gcg 


tct 


cag 


gta 


gcc 


3552 
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